Finding new core promoter elements using backward-looking strategies.
Core Promoter Elements (CPEs) were key players in transcription initiation. Identifying CPEs is crucial for understanding gene expression. In this paper, a framework for finding new CPEs was proposed. An experiment was performed on the sequences of Eukaryotic Promoter Database (EPD). From the results, the known CPEs were all recovered; in addition, five new motifs were discovered in Drosophila and three in human. By comparing the results with currently known CPEs, it is shown that the proposed system is feasible and reliable, and these new CPEs are worth of further exploration.